Eukaryotic cells, including fungi, release extracellular vesicles (EVs). These lipid 2 0 bilayered compartments play essential roles in cellular communication and pathogenesis.
). From the 1 0 2 G217B-associated transcripts, we observed enrichment in biological processes for vesicle-1 0 3 mediated transport (18%), oxidation-reduction mechanisms (12%), transmembrane 1 0 4 transport (11%) and translation (8%) (Figure 1 ). For the G186AR strain, the mRNA 1 0 5 sequences were only enriched in general cellular and metabolic processes (59%). These In addition to the identification of full-length transcripts in EVs, we also detected 1 1 0 short reads of 25-40 nt in average that aligned consistently in the CDS, but at specific 1 1 1 1 1 2 the reverse strand. A total of 172 (G217B), and 80 (G186AR) sequences of this type 1 1 3 (Table 1) . A total of 172 fragments were represented in the G217B sample compared to 1 1 4 only 80 found in the G186AR EVs (Table 1) . About 47% of the reference mRNA translate 1 1 5 proteins of unknown biological processes. Those associated with DNA 1 1 6 metabolism/biogenesis were the second most abundant for both EV samples (22 for 1 1 7
G217B versus 16 for G186AR), followed by transport for G217B, and protein modification 1 1 8
for both strain EVs. Other processes related to short RNAs identified in both strain EVs 1 1 9
were oxidation-reduction, signaling, and carbohydrate and lipid metabolism (Table 1) . RNA 1 2 0 fragments associated with translation were highly enriched in G217B (11) but not in 1 2 1 G186AR (2) EVs, while those related to response to stress were found exclusively in the 1 2 2 G217B sample. The corresponding proteins are stress response protein whi2, the DNA 1 2 3
repair protein rad5 and a thermotolerance protein ( Table 1) . Analysis of translation-related 1 2 4 sequences allowed identification of mRNA fragments associated to distinct steps of the 1 2 5
translation process, such as ribosome biogenesis and processing. Other metabolic 1 2 6 pathways identified in both strains were protein modification, carbohydrate, and lipid 1 2 7 metabolism, signaling, oxidation-reduction and transmembrane-transport, among others 1 2 8 (Table 1 ).
2 9
To gain further insight into the role of these mRNA-fragments, to determine if they 1 3 0 could be derived from a miRNA-like pathway and to assess if they could play a biological 1 3 1 role in the recipient cell, we searched for RNA secondary structures, since they are 1 3 2 fundamental for gene expression regulation (21) . A wide study of RNA structures in distinct 1 3 3 cells revealed regulatory effects of the RNA structure throughout mRNA life cycle such as 1 3 4 polyadenylation, splicing, translation, and turnover (22, 23) . A total of 54 RNAs with 1 3 5 putative structures were generated by a probability distribution, using a free energy (ΔG)
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